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UNICAMP
INTRODUCTION OBJECTIVES
Bipolar disorder (BD) 1s a mental disorder that causes alteration of mood states We studied a H-NMR-based metabolomics of human blood serum of BD
including mania, depression, and euthymia and it is ranked as one of the patients in Serbia in order to identify alterations of metabolites. Our goal was to

leading causes of disability and premature mortality, with a prevalence of 60 ., 6.1 the difference between BD patients and healthy control groups based
million people worldwide. Diagnosis of BD exclusively depends on the subjective

recognition of symptoms without any objective methods such as a clinical test on their metabolic profiles with the intention to identify potential biomarkers for

of biomarker identification, instigating misdiagnosis, inadequate treatments and BD diagnosis and verity the possibility of their use in personalized medicine.
deficient clinical outcomes.
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Figure 1. (a) Score plot of PCA model composed with mean centering and Pareto scaling,
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to the vertical PC2 component. Both models were assembled after removing identified
outliers.
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